
BIOTECHNOLOGY ^& 
SYSTEMS ||~ 



y -• v 



BRANCH 



RAW SEQUENCE LISTING 



ERROR REPORT 




The Biotechnology Systems Branch of the Scientific and Technical Information 
Center 1 (STIC) detected errors when processing the following computer readable 
form: 



Application Serial Number: 0^1 I ^<3Q/ 



Source: 

-JDate Processed b>*STIC: 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. ' 
PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION AND PATENTIN SOFTWARE QUESTIONS, PLEASE CONTACT 
MARK SPENCER, TELEPHONE: 703-308-4212; FAX: 703-308^1221 
Effective 12/13/03 : TELEPHONE: 571-272-2510; FAX: 571-273-0221 



TO KEUUCR LRRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 4.1 PROGRAM , ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 

http://www.usnto.gov/wcb/officcs/nac/chcckcr/clikr41notc.htm 



Applicants submitting genetic sequence information electronically on diskette or CD-Rom shgukibc awarc4hat ihcfg 

a possibility that the disk/CD-Rom may have been affected by treatment given to all incomirfg mail. 

Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk/<fc-Rom. 

Any reply including a sequence listing in electronic form should NOT be sent to the 2023 1 zip code address for the 

United States Patent and Trademark Office, and instead snould be sent via the following to the indicated addresses: 

1. EFS-Bio (<http://www.tisnto.gov/ebc/efs/downlonds/documents.htm> , EFS Submission 
User Manual - ePAVE) 

2. U.S. Postal Service: Commissioner for Patents, P.O. Box 1450, Alexandria, VA 22313-1450 

3. Hand Carry directly to (EFFECTIVE W&U03): 

U.S. Patent and Trademark Office, Box Sequence, Customer Window, Lobby, Room 1B*03, Crystal Plaza Two, 
201 1 South Clark Place, Arlington, VA 22202 

4. Federal Express, United Parcel Service, or-othcr delivery service to: l/S. Patent and Trademark OfTice, 
Box Sequence, Room VB03 -Mail room, Crystal Plaza Two, 201 1 South Clark Plate, Arlington, VA 22202 ' 

Revised 10/08/03 




Raw Sequence Listing Error Summary 



ERROR DETECTED SUGGESTED CORRECTION SERIAL 1 

ATTN: NEW RULES CASES: PLEASE DISREGARD ENGLISH "ALPHA" HEADER^ WH.CH WERE ^SE^D BY PTO SOFTWARE 

I 



2 

3 



.Wrapped Nucleics The number/text at the end of each line 1 'wrapped" down to the n Mt i;„* nv 
.Invalid Line Unglh Tn. rules req.fe ,h,i a | int „„, „c«d 72 ch.r.cics l„ logA. This mclute „,,,« splcts 



J/ Non-. 



lumbering 
ASCII 



_ Variable Length 



The submitted file was not saved in ASCII( DOS) tcrt r+n^A u y thf q p , 

ensure your subsequent submission is saved in ASCII teTt^ Sequence Rules. Please 

Sequence(s) contain n's or Xaa's representing more than one V sidue. Per Sequence Rules 

each „ or Xaa can only represent a single residue. Please present the maximum number of each 
restdue hav.ng vanable length and indicate in the <220>-<223> section that some mayt rnUsmg 

atcn,,n version ,he . <220> ,? 22i> scclion to be missi "g f ™ «"i"o acid 

sequences(s) Normally, Patentln would automatically generate this section from the 

th^r y ^ nUC ' elC f ' d SeqUCnCC - P ' eaSe manUa " y C °Py ,hc «'«v«nt <22ol<223> s^cUon o 

Art n?f a | q r, T m ° aC ' d SeqUCnCC - Th ' S a " P,iCS ,0 ,hC ™" d a«°ry <220>-<223> sections for 
Artificial or Unknown sequences. 



_Patentln 2.0 
"bug" 



8 Skipped Sequences Sequence(s) 

(NEW RULES) <2I0> sequence id number 



(xi) SEQUENCE DESCRIPT,ON:SFQ ID £n SEQ ^NO 3 "^' 

This sequence is intentionally skipped } 

Please also adjust the «(ii) NUMBER OF SEQUENCES- response to include the skipped sequences. 

missing. If intentional, please insert the following lines for each skipped sequence. 



<400> sequence id number 
000 

"fNFW f flllP^' 5 p *?? 0r Xaa ' S h3Ve bCen detCCtcd in thc Sc « ucncc Li ^'*ng- 

(NEW RULES) 0 f <220>.<223> is MANDATORY if n's or Xaa's are present. 

In <220> to <223> section, please explain location of n or Xaa. and which residue n or Xaa represents. 



10 Invalid <2I3> 
Response 



1 1 



_Use of <220> 



12 



13 



J_PatentIn 2.0 
"bug" 

. Misuse of n/Xaa 



Per I 823 of Sequence Rules, the only valid <2I3> responses arc: Unknown, Artificial Sequence or 
^^^^^ <220> - <223> SCCti ° n 15 ^ responSruTk^vn or 

Sequences) missing the <220> "Feature" and associated numeric ideniiners and rcsooncc, 

2rJr,- MANDA T RV i r^^ r On S -n«m- ^.pon^i, "Artir.eS Sju^S^' 
,o , Plcasc "plain source of genetic material in <?20> to <223> section 

(See Federal Register." 00701/1998. Vol. 63. No, l04. pp. 2963^32) (Sec. 1.823 of Sequence Rules) 

r P «,!f,!nl° " C °' Py i° Disk " fUnC,i0 " ° f Pa,entIn version 2 0 - This cau *« a corrupted file • 

H s( in J? 8 |' n I"'!?'"? manda,0 7 " umcric identifiers and responses (as indicated on raw sequence 
l.«.ng). Instead, please use -J, le Manager" or any other manual means to copy file to noppy disk. 

"n" can only represent a single nucleotide; "Xaa" can only represent a single amino acid 

AMC - Biotechnology Systems Branch - 09/09/2003 * 




a n (t: ; 



SEQUENCE LISTING 



10 



15 



20 



25 



30 



35 



40 



45 



50 



<110> John Mundy 

Anders Boegh Jensen 
Morten Petersen 
Henrik Naestved 
Peter Brodersen 



<120> Method of using Arabidops is MAPK4 and 

orthologues thereof to control plant disease an6 plant size 



<130> 23580 PC 1 

<140> PCT/DKOO/00674 
<141> 2000-12-06 

<150> PA 1999 01746 
<151> 1999-12-06 

<150> US 60/169,614 
<151> 1999-12-08 

<160> 10 

<170> FastSEQ for Windows Version 3.0 

<210> 1 
<211> 3219 
<212> DNA 

<213> Arabidops is t ha liana, MAPK4 genomic fragment 
<220> 



<222; 



CDS 




(1157) 


(1329) 


CDS 




(1461) . 


.. (1590) 


CDS 




(16S9) 


(1796) 


CDS 




(1986) 


(2318) 


CDS 




(2399) 


(2582) 


CDS 




(2655) 


(2824) 



<400> 1 

gttgcttgtc gaagatggtg atctctgccc gagacgcatt gttggagagc ctgtggacga 60 

55 aatgcgcaga agagctagga gtgacattgc caacgatggt taaaagtgtt aatatagagg 12 0 

aaaagagcta agacttgttt gtgaatatag aggaaacatg taattatggt atcgttgatg 180 

ttaagtaata acaaatgcay ataaaaatga gactttaaaa cgcttcaaat attgataact 240 

ctctcttttc aatcggtyct aagctataac tacattttca agttagtcag aattgtgctt 3 00 

tagttcatct tagttgataa tggataagtg atgggtttgc ttgaggccca ttgtaaatca 360 



